Table S1
Primers used in real-time PCR to verify the expression pattern of differentially expressed genes from the microarray experiment. Figure S2 . Distribution of stress related cis-elements in the OsMYB2 promoter region. Figure S3 . Southern blot analysis of independent transgenic rice lines. Rice genome DNA are digested by EcoR1. The blots was hybridized with α-32 P-dCTP-labeled GUS.
WT indicates wild type. OE2 and OE3 represent overexpressing transgenic lines, and Ri1and Ri3 indicates RNAi transgenic lines.
